Key indicators: single-crystal X-ray study; T = 293 K, P = 0.0 kPa; mean (C-C) = 0.005 Å; R factor = 0.051; wR factor = 0.104; data-to-parameter ratio = 6.4.
In the title compound, C 20 H 14 N 4 , the dihedral angles between the central benzene ring and the pendant benzimidazole ring systems are 46.60 (15) and 47.89 (16) . The dihedral angle between the benzimidazole ring systems is 85.62 (12) and the N atoms lie to the same side of the molecule. In the crystal, molecules are linked by C-HÁ Á ÁN interactions and weak aromaticstacking [shortest centroid-centroid separation = 3.770 (2) Å ] is observed. Table 1 Hydrogen-bond geometry (Å , ). 
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Comment
In recent years, benzimidazole has been well used in crystal engineering, because they exhibit a strong networking ability (Vijayan et al., 2006) . To our knowledge, the research on benzimidazole ligands bearing rigid spacers is still less developed (Li et al., 2009) , and the title compound was well designed for building polymer architecture. We report here the structure and conformation of a rigid benzimidazole derivative, and further explore the ligand coordination. As shown in Fig. 1 , the title compound is trans-conformation and tends to trans-coordination. The molecule has no inversion centre because two benzimidazole rings are not coplanar.
Experimental
The ligand 1,4-di(1H-benzimidazol-1-yl)benzene was prepared by a modified method (Li et al., 2009) . A mixture of 1,4dibromophenyl (3.72 g, 12.0 mmol), benzimidazole (4.25 g, 36.0 mmol), CuI (0.38 g, 2.0 mmol), 1,10-phenanthroline (0.72 g, 4.0 mmol), and Cs 2 CO 3 (2.48 g, 18.0 mmol) was suspended in DMF (50 ml) and refluxed for 48 h to afford (I) as off-white powder, yield: 25% (based on 1,4-dibromophenyl), Mp: 291°C. Colourless blocks of (I) were obtained by recrystallizing from a mixed solvent of methanol and water (1:1).
Refinement
C-bound H atoms were positioned geometrically and refined in the riding-model approximation, with C-H = 0.93Å and U iso (H) = 1.2U eq . Anomalous dispersion was negligible and Friedel pairs were merged before refinement. Fig. 1 . The molecular structure of (I). Displacement ellipsoids are drawn at the 30% probability level and H atoms are shown as small spheres of arbitrary radius. 
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